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Correlation analysis of high-sensitivity HBV-DNA detection and liver

histopathological damage in patients with chronic hepatitis B
ZHANG Mengke‘l\' , ZHANG Xiaohan, ZHAQO Ying
(Medical Laboratory, Nanyang Central Hospital, Nanyang 473000, China)

Abstract Objective: To explore the relationship between high-sensitivity hepatitis B virus DNA ( HBV-
DNA) detection results and liver histopathological damage in patients with chronic hepatitis B. Methods
78 patients with chronic hepatitis B admitted to our hospital were selected. All the patients were received
high sensitivity HBV-DNA test, and the relationship between the results and pathological injury of liver
tissues was explored. Results: The quantitative results of serum HBV-DNA were not significantly correlated
with inflammatory grading or fibrosis staging of liver tissues, and there was no statistically significant
difference (P>0.05).However, there was a correlation between the HBV-DNA quantitative testing results
of HBeAg-negative patients and the grading of liver tissue inflammation as well as the staging of fibrosis
(P<0.05). There was no statistically significant difference between the HBV-DNA quantitative testing

results of HBeAg-positive patients and the grading of liver tissue inflammation or the staging of fibrosis ( P>
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0.05) . Conclusion: There is a correlation between the results of serum HBV-DNA quantitative testing in

HBeAg-negative patients and the grading of liver tissue inflammation as well as the staging of fibrosis in

chronic hepatitis B.
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SR G i i HBV-DNA K | ELAds:
YEJ57¥: R FH% K Cobas AmpliPrep/ Cobas TagMan 48 J&
TR R TR, R A S — R BL S
TR A A I T 9 HBsAg, R FH 25 0 B 7 1 i
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F1 EBUEZRFREZNTE HBV-DNA EE5
RIEDR BFFFHENLKER (xks)

3 HBeAg APAMER Z BIRT R B & 1% HBV-DNA
EESRESR FFHELER (xx5)

SRE HBV-DNA B 44k HBV-DNA Ef# S HBV-DNA £ £ 44k HBV-DNA E &
g " (log FENL/mL) 434 (log,, ¥ 01 /mL) g " (log, HE0/mL) 40 (log,,#% 01 /mL)
Gl 25  534x1.85 S1 24 5.48+1.89 Gl 17  6.37£1.19 st 17 6.41£1.29
G2 17 5.36x1.96 220 5.65+2.14 G2 10 6.40+1.25 2 13 6.67+1.38
G3 26  5.97£1.82 321 5.59+1.86 G3 18  6.54+1.33 312 6.32+1.16
G4 10 6.28+1.57 4 13 5.90+1.61 G4 6 6.71x1.42 4 9 5.90+1.24
0.556 F 0.515 F 0.573 F 1.339
>0.05 P >0.05 P >0.05 P >0.05
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P <0.05 P <0.05
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